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CJ1643 In ACE017 
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Sequence listing 

SEQ ID NO:l 
ACE 8 3 Cj0092 

>AnrP630851 (NC_002163) putative periplasmic protein [C. jejuni] 

mkkilfigslvmasllyaqgsqpveitqqdintqnemsdastkditpksiedffeefadnfgieygitkd 
gktfytgkstvavhdtdpqfaqalqnayqkamlnlqsefirdafgriatskiqnyeadnstnakefdelp 
kgdkvdqilnkltqlagaqldkalkdlgidtnsl^ 

qrrge ydvgwavi snktrqlakdmalarqs a ikgkgkai seyii pkdtkgfdne yg i rl vydengap 1 1 l 
s ygnwg yvad p snakktni ledraketaltmadaai i ef intnl slkderttgdtyee i ikq s invito s s 

TQEQTQNITNIIDKVNSKIKASASGKIRGIRTLKKWSYTSENGIEHVGAVRFYSYENLANTNEALNSKSN 
ATKNEAKKSSSIQRSSNVVNSMDDF 

SEQ ID NO: 2 
ACE 5 Cj0005 

>AnrP544820 <NC_002163) putative molybdenum containing oxidoreductase 
[C. 

MKQNDQKENRRDFLKNIGLGLFGISVLSNFSFENFLGSKALAKELPDFKIEGKKDL^ 

YALDSDFTKPENFFVRNNGLPPSIiETIKERLHKGWTLEIDGESIINKKSYTIEDLKKKFKTYTYALTVEC 
GGNGRS EVI PSTKGTQWGYGAVACGRWTGVRLKDILKDCGIKNDAVYIGYYG IDTKLNGEETS P I SRGVP 
I SKALQDETL IAWAYEGKDI PLVNGYPLRLVCGGYPASTSGKWLYKI SVRNKIHDGEKMEGS YKVPVNPV 
KPGDFNYKGEMK 1 1 E SMP I RS VI TN I KNGS E I KANKKFEVRGKAWAGELEVS E VYVSND YGVTWTKAKVE 
■ KPLNRLAWQKWSAQ I S I PTKGYYE I WARAIDSQGNSQPMVLAQWNPGGYINNACHRVNVYGV 

SEQ ID NO: 3 
ACE 29 Cj0029 

>AnrP372217 <NQ_002163) cytoplasmic L-asparaginase [C. jejuni] 
MKKAKSRIAILGTGGTIAGFIDSTIATTGYAAGAIDIDVIilKAVPQIRDIjADISWEQIANIDSSNMCDEI 
WLRLAKKI AKLF AEG IDGfWI THGTDTMEE TAYFLNLT I KSDK PWLVGAMR PS TAI S ADGPKNL YNAVA 
LWNKEAKNKGVMVAINDK I L S ARGWKTH SLNVDAFS S PDFGDLG YI VDGKVFF YNNVI KAHTKNAPFD 
VSKLTSLPKVDILYSYSNDGSGVAAKALFEHGTKGIVVAGSGAGSIHKNQKDVLKELLKKGLKVVVSSRV 
VAGCVAVSDSDEKLGFISAEDLNPQKARVLLMLAIiTKTSDPKKIQEYFIiKY 

SEQ ID NO: 4 
ACE 37 Cj0037 

>AnrP501075 (NC_002163) putative cytochrome c [C. jejuni] 
MKKHILLLGLCLSLSLSAKSVSDYKVGEELSDK^^ 

YGIELLSKTESTLGPYSKLKKTSNEVNCI SCHMDNDGNGLPGTKKYVIPFLNILNNYPRLDIETMKI ISV 
EDRIRGMGGTDSHRFPNDSKEMKAILAYFKWLKEAYGIKDGVKLEGDFFA^^ 

NCVACHGERGLGVKNDNYEQGSGHL YP SLL I YPDGGHMAMI PFLARFLKSAMPFGASADNPILSDEDALD 
IAAYVNTGFVRMPITTTENRAGLDTAYSKSPSLKPEYPASPQQNLDPKEYIKVXYGPWKNPNHFPGE 

SEQ ID NO: 5 
ACE 84 Cj0093 

>AnrP666574 (NC_002163) putative periplasmic protein [C. jejuni] 

MKIIKILFLGLFLSLSLNAKVITTTSTKSSTGEGTGLTREDAINNAIIEAIGKMSGVSINSIiKKSNTSVS 

TDNSGSNIQDNYSEQ I SKATKGRADTYEINSVEQDANGKYTANVTI FKTTTTKKYQAPGL SADNRRS I TV 

FDSTPDAAKRGIGSALQQKIISDLLQSRKFNVIiDRDSSGYYEMEKALIKSGDAASDEVYKLKNMLAT^ 

LLFSISGIiEGKQKTSNLTGKSKTEIEVIVDYRVLLFATRQIKFSNTLSMKVNLKDNSLSANETAIiKQIAN 

RIAGDILNAIYPLKVASVENNEVIFSQSLNQGDVYECFALGKVIKDTYTKENTGRVESKTGSIEITRTSP 

KFSYAKITEGSVKVGDICRPLSNTGSGNGYTIGRDANYQTQEGGGVNLGF 

SEQ ID NO: 6 
ACE 98 Cj0107 

>AnrP732169 (NC_002163) ATP synthase Fl sector beta subunit [C. jejuni] 
MQGFISQVIXSPVVDVDFNDYLPQINEAI^^ 

AEALGAPISVPVGEKVLGRIFNVTGDLIDEGEEISFDKKWAIHRDPPAFEDQSTKSEIFETGIKVVDLIjA 

PYAKGGKVGLFGGAGVGKTVIIMEIilHNVAFKHSGYSVFAGVGERTREGNDLYNEMKESNVIiDKVALCYG 
QMNEPPGARNRIALTGLTMAEYFRDEMGLDv^^ 

KFQERITSTKKGS I TSVQAVYVPADDIiTDPAPATVFAHLDATTVLNRAIAEKG I YPAVDPLDSTSRMLDP 
NI 1GEEHYKVARGVQSVLQKYKDLQDI IAILGMDELSEEDKLVV^ 
YI SLEDT IAGFKGILEGKYDHLPENAF YMVGNIDEAIAKADKLKG 
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SEQ ID NO: 7 
ACE 103 Cj0112 

>AnrP511634 (NC__002163) periplasmic protein [C. jejuni] 

MKKIVAIFLVFLGSLWAEDPVIDWNSGWLPKI I VKDNSNL SDENLKKSFYNI I VNDLKVS SNFEWAN 
ATETSNY3^EYTLNKNGNTLSLNVKIKAGGSDKSEQT^^ 

HKIL IARNS SSKKSQ I IMADYTLTYQKVI VDGGLNLFPKWGNKEQTLF YYTAYDHDKPTLYRYDIiNTNKA 
SKILSSGGmWASDVNVDGSIO^VTMAPKD 

SDRLGYPNIFMQDLNSNSAEQVVFHGRI^SAVSTYKDFI»VYSSREPNQAGVFNIYLMSINSDYIRQLT^ 
GKNIiFPRFSSDGGSIVFIKYIiGAQSALGVIRVNANKTFYFPLRVGKIQSIDW 



SEQ ID NO: 8 
ACE 134 Cj0143 

>AnrP572 34 (NC_002163) periplasmic solute binding protein for ABC 
transport system [C. jejuni] 

MKKIILFILSLGIFYTFTQAKNLEQEQNTSSNLVSVSIAPQAFFVKKIAANTLDVNVILPPNSNEHNFE^ 
KPSTMKKLEKSDIYFTIGLEFEKVFTDKFKQNFPKLQVINMQKNIAIilQTHDTHEHSHEHEHHEHGHFDP 
HTWLDP ILVQTMALNI YDTL IQKYPQNENIiYKENLDKFLAEIjDSLNLQ I ASKLEKLKNREFVVYHPSWTY 
FAKRYNLTQ I PVE I LGKEPKSKDLQKL I TI»MKDKNIiK VI F VQNGFPENAAKTL AKECDAK I YK IDHL S YD 
WENELLKTADAFSHNL 



SEQ ID NO: 9 
ACE 159 Cj0169 

>AnrP829849 (NC_002163) superoxide dismutase (Fe) [C. jejuni] 
MFELRKL P YDTNAFGDFL S AETF S YHHGKHHNTYVTNIjNNIj I KDTEFAGKDLVS I IKTSNGGVFNNAAQV 
YNHDF YFDC IKPSTGCGCGGSCQS IDANLQAALEKEFGSLENFKAEF IKGATGVFGSGWFWLVYNTKNQK 
LEFVGT SNAATP I TEDKVPLIjVVDVWEHAYYVDHRNARPAYIj EKF YAH INWEF VAKAYEWALKEGMG S VS 
FYANELHPVK 



SEQ ID NO: 10 
ACE 183 Cj0193c 

>AnrP139712 (NC_002163) trigger factor (peptidyl -prolyl cis /trans 

isomerase, chaperone) [C. jejuni] 
ME VKAKQLDS VNATAS VK I P SGMIKSEVENLAKKASKS VKMDGFRPGKVPVS AVLKRYEREL TQDAEQNL 
FKSAVNSALQELKKENKELVGEPYFEKFDRKDGEIIAELILSFKPEIKLEGYEKLIPEYQTPKVSKKEID 
EKKDELLKRFATPEAIKTKRALKEGDFAKFDFEGFVDDKAFEGGKAENYVLEIGSKQFIPGFEDGWG^ 
IGEEKD IKVTF PKEYGAAHXjAGKDAVFKVKIiHEI QELKI PELiDDEMLKKLIj PGEEKASVEVXjDEKIjKEQI 
KNEKLFKLVNDEIjKGKFADAL IEKYNFDLPKGIVEQETDMQ14RAAFNTF SEKE I EELKASKEKYQEKRDS 
FKEEAQKSVXLTFIIDELAKkRKIEVNDQELIQAIYFEAYR 
LFNDIF IPKTEKSEKVSKKEKEDK 



SEQ ID NO: 11 
ACE 259 Cj0285c 

>AnrP467527 (NC_002163) chemo taxis protein [C. jejuni] 

MFDENIVKTGSNEMELVDFRIFKQGHDKVYEGI YGVNVSKVRE I IKI P SLTELPGVPDYI EG I FDLRGW 
IPVVNLAKWMQITEPESTMLKPRVIITEFSNILIGFIWEAKRIRRINWKDIEPATF 

GVTRI ENDEVLI* ILDLES VVEDLGI YAPKTDIDFGKI EKFTGTAL I LDDSMTARKRVKEMMQQMGFQWE 
AKDGVEGINKLEELSQI YGESLNDTLKI IVSDVEMPQMDGFHFAARIKEDPRFKDI PIVFNSSLSNEFMN 
EKGVQEAGGEGYLVKFNASDFFNEIAKVIKKHQSQEQG 

SEQ ID NO: 12 
ACE 332 Cj0358 

>AnrP681041 (NC_002163) putative cytochrome C551 peroxidase [C. jejuni] 
MKVKSIiI* IASLVAFSSLNAASL IDEAKNSGLVALPKDQKGVDE ILKQNGVKASEFTLEKAELGKKLYFEP 
RLSKSGI I SCNTCHNVGLGGTDGI STAIGHKWTANPHHLNS PTVYNAVIjNNTQFWDGRAGTLADQAKGPI 
QADPEMATPAKIiAVEKISSLPEYVSEFKKIYGKSGVNFDNIADAIANFERTLITPSRFDKFLEGDEKALT 
KEEQKGLKIiFIDKGCVACHNGVNLGGNMQAFEVAGKYKFANLGDFKGDANGMVKTPTL 
GAIWNLKDAIKEMGSVQLGIKISDKEAKSIETFLKSLTGO?KPAIVYPQIiPISTEKTPKPEL 



SEQ ID NO: 13 
ACE 419 Cj 0448c 

>AnrP569688 (NC_002163) putative MCP-type signal transduction protein 
[C. jejuni] 

MFGSKINHSDLQKLEEENKNLTHKIEKFQSENLELKNKITSLEQAALESKLKTDL^ 

QGDMIiENVNKAEVI SSYSKTSLAEMDELNHI ANSINASLGNITESANKTRDVAGTLHRSVDEITNVINL I 
KDVSDQTNLLALNAAIEAARAGEHGRGFAWADEVRKLAEKTQKATTEVEM^ 

EKI S IDSNAHIMSFSEKFTHLVNEAHSTNSNAVGI ASEAFVSLAKLDHIAFKLNGYKE IFSKSGKQLADH 
TSCRLGKWLASTGKERFGQNKSFLKINEPHEKVHENMNNAITIANTEDI SKDITQHS I INKCEVAENASIi 
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DLFNVFKEMLDESDH 

SEQ ID NO: 14 
ACE 420 Cj0449c 

>AnrP852550 (NC_002163) hypothetical protein Cj0449c [C. jejuni] 

MLHE YRELMSELKGKDAHFDKDFDRHNELDDMI KDAEEGRTS L S SME I STLKKEKLHVKDELSQYLANYK 

K 

SEQ ID NO: 15 
ACE 481 Cj0511 

>AnrP255677 (NC_002163) putative secreted protease [C. jejuni] 
M^LILKTKRFFAGLAGFATTFILCLFLTSHLQAKTO 

SDLVDKSLSGLL SNLDAHS SFIiNEKDFNDMKI QTNGEFGGLGITVGMKDGALTWSP I EGTPADKAGIKS 
GDI I LKINDEATLGINLNDAVDKMRGKPKTQ I TLTIFRKGATKPFDVTLTRE I IK IESVYAKMIENENIL 
YLRVTNFDKNVVDVASKELKKYPNVKGVILDLRNNPGGLLNQAIGLVNLFVDKGV 

KADPKNKI SNASLWIjVNGGSASASE IVSGALQDLKRGVIVGENTFGKGSVQQI I PINKTEALRIjTIARY 
YLPSGRTIQAVGVKPD I EVF PGKVNTQEDGFS IKESDLKQHLESELEK IDKNKKEDKQENKDNKNL I SQK 
QINDDAQLKSAIDTIKILNIKQGQ 

SEQ ID NO: 16 
ACE 528 Cj0559 

>AnrP252410 (NC_002163) oxidoreductase [C. jejuni] 

MKK IDL I VVGAGPTGIGCAVEAKLKNKEVL ILEKSNNI CQTLMQFYKDGKRVDKAYKGCEGTNHGHVPFE 
DGTKE S T I ETFQNALKEHNI EVEFGS E VE S VKNENGVFI/VS TAKGVYECKNI I VA I GRMGK PNKPD YKLP 
MTLTKIINFNANSVLGNEKILWGGGNSAAEYAVDLANSNQVSLCYRKKEFTRLNDINLKDIHEAGNSGK 

VELKLGIDINEVEDDNGKAKVNFTDGTSDIYDRIIYAIGGSTPIjDFLQKCGINVDDKGVPIiMDENKQSNV 
KGI FVAGD I ATKNGAS I VTGLNDAVKIL SVL 

SEQ ID NO: 17 
ACE 582 Cj0613 

>AnrP916533 <NC_002163) possible periplasmic phosphate binding protein 
[C. jejuni] 

MKKILSLSVTSIiALCGALNAVDDKIAGSSTVYPFTSFVAEEYASIKNTKTPIVESIiGTGGGFKVFCEGTT 
DI SNASRPMKLSEF ETCKKAGVTDIVGMMIGYDGIVLAQNKTNAPLNI TKKEIiFLALAKEI PQNGKL I PN 

pytn™qinknlpnrkisvygppsssgtrdtieelvmsdvskkipeykgeyk 

VSKLTIDKDAFGIFGYSFLVSNSDKINAANIDGVTPSEESIADEKYELARSLFIYINAKKNPKEAFDFAK 
IYMSDDLAKSGGELEKIGLVPLSDDKLKASQKHVEDRKILNDELVKAGKVF 

SEQ ID NO: 18 
ACE 605 Cj0636 

>AnrP126795 (NC_002163) NOLl\NOP2\sun family protein [C. jejuni] 

MQNILSSFAQEKWC^ANTLKTSIEELEKEFLKQNLKFKKINVYCYLFDAKDKAILSSM 

QNYS S YLC ALNLEVKAGQS VLDMCAAPGGKS INLANFMQNTG YLACNEMSRDRFF I LQKNLKNYGVNAKV 

FMKDGKNIGNLCPLKFDKILLDAPCSTFAKIGFDLEKSYKEIKNIAKTQKKIjLHSALKALKIGGE 

CTFTKEENEEVIENALKSEFKLELLDIDLENVEAKAGQSEEFAEISKCRRILPSLDYDGFFIAKLRKLC 

SEQ ID NO: 19 
ACE 667 Cj0706 

>AnrP327756 <NC_002163) hypothetical protein Cj0706 [C. jejuni] 

MNKYLEQLVLLSKIDQEIDSYEPKIDSINKTLKDAELKIEKINADLEKIDEEIKDIENQKIQNNAHISEF 

SAKIKDLSKKSGVVKTEKEANALKIEEDIAKEQLDAANDEIVRLDKILEaSTKETYKKELEEEK 

EIRVS IKSEMEVLEKDRMSVYDKKTKLVSEMNQKVLSFYEKIRKWAKOT 

YLSWKGEEIVTCPHCGRILYKEQEEQN 

SEQ ID NO: 20 
ACE 676 Cj0715 

>AnrP684299 (NC_002163) transthyretin- like periplasmic protein 
[C. jejuni] 

MFSIKKTLLILASVPMFLSATEYQLSTHVLDITSGQPAPKVKTOLYKLEANQQWKKVSEEFTEENGRIGD 
LLPYEKAENRAFGIYKLKFFTKDYYTSHKINTFYPFVEVSFELSKDQKHYHVPITLSPFGYSTYRGS 

SEQ ID NO: 21 
ACE 731 Cj0779 

>AnrP191193 (NC_002163) probable thiol peroxidase [C. jejuni] 

MS IVNFKGNPVKLKGNSVEVGADAPKVNLKAKDLSVIEIGAAGKTQ I ILS VPSLDTPVCATEAREFNKKV 

ASYNGAEVIVVSMDLPFAMGRFCSTEGIENLSVASDFVAKEFGEKYGVLINEGALEGLLARAVFVIKEGK 
VAYKELVNE I TEMPDI AKLDAFFGGS SCCGGCGCH 
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SEQ ID NO: 22 
ACE 853 Cj0909 

>AnrP318705 (NC_002163) putative periplasmic protein [C. jejuni] 
MKKILLLGALFAVI^WAVNDIEVKNAFVXQTPPH^^ 

IHKDGKMMMQK I PE 1 1 IKAHS STELKSGGYHIMLLKLKKP I IKDTKVNLDLKFNNHKT I ELKNIDSKEF 

SEQ ID NO:23 
ACE 937 Cj 0994c 

>AnrP493933 (NC_002163) ornithine carbamoyl transferase [C. jejuni] 
MKHFLTIiRDFSKEEILSLVNHASELKKEPKKIiLQDKTLAMIFE 
DLQLSRGEPVKDTARVIGAMVDFVMMRVNKHET^ 
MQNGIAKVAFIGDSNNMCNSWLITAAILGFEISIAMPK^^ 

LKDKDVVITDTWVSMGEENEKERKIKEFEGFMIDEKAMSVANKDAI LLHCLPAYRGYEVSEEI FEKHADV 
IFEEARNRLYWKALLCFLDNQRGRE 

SEQ ID NO: 24 
ACE 941 Cj0998c 

>AnrP979073 (NC_002163) putative periplasmic protein [C. jejuni] 
MECKILVSVIjSSCLLASALSAVSFKEDSLKISFEGYKTKDMIGTKGEFKNVEYKFSKNIKDLASYLKGAKA 
TIKPSNAFMGEGNDIITNNITKVFFPALLGDTDIKVWQDVIAGENKGVISAKITMDKKSTIVPLTYTIK 
DNKFEAKGQLDLHTFKNGSKALKALSDVAAGHGGISWPLVDISFNADIiAE 

SEQ ID NO: 25 
ACE 961 Cj 1018c 

>AnrP257863 (NC_002163) branched- chain amino-acid ABC transport 
system periplasmic binding protein [C. jejuni] 

MKKSLILASILSLSLSAAEVKIGVVLPIiSGATAAYGQSALEGIKLANSMQSALSNGDKVSLAIIDTKGDK 

LESSSGANRLVSQDKVIGL IGEMVTANTLQ VMRVAEDNKI PL IAPAATGDRLLDKKI YS SRVCFMDSFQG 

SSLAKYVFSKLNYKSAVIVVDQSTDYSLGLAKAFEKQYKSNGGQILRILRVNSGDKDFRAIV^ 

EF IFLPLYYSEASLFARQSKLAGLNI PMGSADGVADQTF I SLAGDASEG YIFTDSFDANNPTTKLSKEF I 

S VYEKAKGTKEVPNF S AMGADAYFVMLNAMNAC VENLT SKCVNEK IHQTKNYQGVSGVI S IDQTGNATR S 

VWKEIKNQKQNYKDI INP 

SEQ ID NO:26 
ACE 962 Cjl019c 

>AnrP326257 (NC_002163) branched-chain amino-acid ABC transport 
system periplasmic binding protein [C. jejuni] 
MKKLTLTLSVIiTMVNCLYAI^ 

DKLETSNGVNRL IATDKVLGI IGEATTPNTIQAI S IAEEKKI PL IAPVASGDKLLDKKKYASRVCFKDSF 
QGDKFATYVSKDLGLKNAVI I ILOSMWST,fiT 1 aRAPTm.QT?™T^TTvtrT.T 7xtvtc.^t^t=.« ^nm^r „„*r 
NPDFVYMP I YHPEAAI 
FVAAYEKVKGTKELPi 
RS WIKEI QNQKQNYI 

SEQ ID NO: 27 
ACE 984 Cjl041c 

>AnrP198268 (NC_002163) putative periplasmic ATP/GTP-binding protein 
[C. jejuni] 

MKKYVLSLALLGSLLGASELKYQEFDGFKSPESIFVDKNYVYVSNVGEKLEPI^^ 

LEYKFLTHLNAPKGMMEIGKTLYVVDIDVIiRGFDLKTKKEIFNLPIKGAIFLNDIEKIjDDNTLIiVSDTG^ 
GL ILKVDLKTKQYDELLKLDLAKFGGPNGL YLDRKKHKLF IAGYHPDGVSGGWMAYDLNTKEL S I IKNE 

KES YDGIVPYKDGLLVSSWGNNLNGYI YNLDNVKS VKLELPLMKGPADI F I EGNI LWI PKMVEGKIFKVE 
LNK 

SEQ ID NO:28 
ACE 1094 Cjll53 

>AnrP385049 (NC_002163) putative periplasmic cytochrome C [C. jejuni] 
MKKLL WSALACLGVSAF AADGATLFKKCAVCHGANADKVYLNKVPALKTLS SAERLQYMKEYSEGKRNA 
YGQGAIMKLNLKGLTEEDFKAIEAHIETLK 

SEQ ID NO: 29 
ACE 1155 Cjl214c 

>AnrP470247 (NC_002163) hypothetical protein Cjl214c [C. jejuni] 

MFKTIVCFIiALNLSLFAVGFDLKPIKSELvKvDDIYGYIKI^SDDIKIiYSSGVvVQHFSNSQSIIARASVI 
DKKNGLAKLEFSVF'SALKQDALPLPNvIiPKVGDEV^ 

IFGAQLIRTATLS PKRSDFRQFCDDNAVGILVVALENHAEVVDCQDFNKLYEVPI SKPTSVQVPF YSR IG 
GYKSNFFDFNSQE IGNYYRYYDALINLPKVQ 



QGDKFATYVSKDLGLKNAVI I IDQSNVYSLGLARAFENSFKNNGGKI IKKLVINSGDKDFRAVVSQLKSL 
NPDFVYMP I YHPEAALIARQARQ IGFDKLLVAGDGVNNQTF IDLGGSAVNGVIFTDSFDYNS PS TQLGKD 
FVAAYEKVKGTKELPAF SAMGADAYFVMLNAMNACVDNLS SEC INSKIHQTKDFQAVGGVI S IDESGNAI 
RS WIKEI QNQKQNYKT I INP 
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SEQ ID NO: 30 
ACE 1227 Cjl287c 

>AnrP530915 (NC_002163) inalate oxidoreductase [C. jejuni] 
MNLKEEALKYHLGGKIDIVPSKPMATSYDLSL^^ 

VLGLGNIGAQASKPVMEGKACIjPKKFANVNAYDI E INVHS I EEIVNFCKALAPTVGGINLED I AAPKC FE 
IEAALQDLGI PVMHDDQHGTAI I STAGLMNAMEI SGKKFKDIKVWSGAGAAG IASAKMYRNLGVENI IL 
VDSKGVISKDRNDLTPQKLEFAVDSKEKTLKEVLKGADVFLGLSAPKILDDEMVLSMAKDPVIFALANPI 
PEVMPEDVARLRKDAIVGTGRSDYPNQINNVI.GFPFIFRGALD^ 

DAVKKAYNL S TLEFGRD YVI PKPFDERVKAAVS TAVAAAAVKDGVAKVKNFDEKAYFE SLK 

SEQ ID NO: 31 
ACE 1320 Cjl380 

>AnrP108083 (NC_002163) putative periplasmic protein [C. jejuni] 
MKKLSLI LVCSASLFAASNSE I SDF YSKSIKAQFPNATVSVSNRQKVGNTGFESVIVSVELNGQKQENI L 
FTKDSL I TPDL IDLKTGI S YAQEYEMKKFQEARENFTKNAKAVAQKET3WI ALGDKNKPAI YVFSDPEC P 
YCREHLAQ IDDELKNYQVNYIDT PVHGKSAFEKSAL I YKEAKKAKNDKEK I AILNKYYDANIKNYPKVSD 
AELKEVFSLYEKYRSLGLS ATPTI IK 

SEQ ID NO: 32 
ACE 1431 Cjl496c 

>AnrP947055 (NC_002163) putative periplasmic protein [C. jejuni] 

MIKKF ILLVF I S S WFGAEQDC EQ YFEARKAQ I ELQTREFDEARQSLEAYKASFEALQKERLENIiEKKEA 

EVNATLAKIEELKLENARLVEEQQKILNSINDKTQGRVKEIYSQMKDAAIADVLSQMDAED^ 

SRKISGVLSKMDPKKASELTLLLKNLDNNASN 

SEQ ID NO: 33 
ACE 1449 Cjl516 

>AnrP407504 (NC_002163) putative periplasmic oxidoreductase [C. jejuni] 
MNRRNFLKFNALTLASMGVAYANPMHDMHSMHKNHS INHDLDT S F INFA PKNLKLLD PKQF PQGE I LKAL 
PLLKNESKEKNIFRATLE IKENHI EDIKGKKTLFYTYNGLVPAPKI EVFEGDKLE I LVKNKLKEATTIHW 
HGVPVPPDQDGS PHDP I L AGEERI YRFE I PQDSAGT YWYH PHPHYTASKQVFMGLAGAFVIKAKKDAL SH 
LKEKDLMI SDLRLDENAQI PNNNLNDWLNGREGEFVL INGQFKPKIKLATNERIRI YNATAARYLNLRIQ 
GAKF ILVGTDGGL IEKAI YKEELFLSPASRVEVTj IDAPKDGNFKLESAYYDRDKMMVKEESNTLFLANI 
LKKEKLELPKNLKIFKPLEEPKEFKE I IMSEDHMQMHGMMGKSENELKIALASMFL INGKSYDLKR IDLS 
SKIXSVVEDWIVINKSHMDHPFHIHG^ 
RMYHC H I LEHEDLGMMGNL EVKE 

SEQ ID NO: 34 
ACE 1469 Cjl540 

>AnrP818860 (NC_002163) putative periplasmic protein [C. jejuni] 

MKK 1 1 SLALALALSASAAELKMATTTS TDNTGLLDALKPLYEKESGNTLKWVAVGTGAALKMGEDCNADV 

LFVHSPKAEKEFMKKGFGVDRTPVMYNDFI I IADKSIiASKFKGKNLKESLELIKNEKLTFISRGDKSGTD 

NKEKSLWKNLGGVPEKQSWYQQSGQGMLASIKI^ 

LKNFYSVIATNPKHCKNVNYTEASKFIKWTSDKTLNFIADFKLLNKPLFVIDAKTRro 

SEQ ID NO: 35 
ACE 1584 Cjl659 

>AnrP294550 (NC_002163) periplasmic protein pl9 [C. jejuni] 

MIKKVLS WAAAAVI STNLFAGEVPIGDPKELNGME IAAVYLQP I EMEPRGIDLAASLADIHIiEADIHAL 

KNNPNGFPEGFWMPYLTIAYELKNTDTGAIKRGTLMPMVADDGPHYGANIAMEKDKKGGFGVGNYELTFY 

I SNPEKQGFGRHVDEETGVGKWFEPFKVDYKFKYTGTPK 

SEQ ID NO: 36 
ACE 1569 Cjl643 

>AnrP407676 (NC_002163) putative periplasmic protein [C. jejuni] 
MKK IL I ICMLFTLSFGI ERPKFEDFLAGYERNKASMLNYEGMPAFALSE 

FLNIiYLVRTDFSLIPTPMGDEEKLTRNDWVGIWDPNKPYIGHIKYLAQNIDEKDQLDFNSKIGLLGTPCC 
EMMGIALNNSSFIGNRYLKHFMKYNDVYWGDIGVT)FVvREN^ 

LRKLNEKILFADRGSTLYFQVLRDNMDLNISTEVTAKDLSKFNLPDSKPKPKITNFTSNIiGLTVNASLVV 
TKIDPKSKVSNAGFMVGDKIIiRVNNI IIjNNFKEIjQNIL SAGNDFS ILI ERKSTKLPIjSNFNNELGGNANS 
GGDGKFQFFIRLTK 

SEQ ID NO: 37 
ACE 96 Cj0105 

>AnrP758295 <NC_002163) ATP synthase Fl sector alpha subunit [C. jejuni 
MKFKADEISSIIKERIENFDLNLEIEETGKIISVADGV^ 

VGIVILGKGEGLKEGASVKRLKKLDKVPVGEALIGRVVNALGEPIDAKGVINANEYRFVEEK^ 
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SVHEPLHTGIKAIDALVPIGRGQRELI IGDRQTGKTTVAVDTI ISQRGQGVIC I YVAIGQKQSTVAQWK 

RIjEEHGAMEYT i vwagasdpaalq ylapytgvtmgeffrdnakhal I vyddl skhavayrems l ilrr p 

PGREAYPGDVFYLHSRLLERASKLNDELGAGSIjTALPI IETQAGDVSAYIPTNVI S I TDGQIFLETDLFN 
SG IRPAINVGL SVSRVGGAAQIKATKQVSGTIiRLDDAQYRELQAFAQF ASDLDEASRKQLERGQRMVELLi 
KQPPYSPLSVEKQVVLIFAGTKGFLDDIAVSRIKEFEDGIYPFIEAKHPDIFEQIRSKKALDSDLEEKLA 

KAINEFKANHL 

SEQ ID NO: 38 
ACE 165 Cj0175 

>AnrP550554 (NC_002163) putative iron-uptake ABC transport system 
periplasmic iron 

MKKIFFMFDTAVSFLGASELNIYSARHYNADFEIIKKFEEKTGIKVl^TQAKASELIKRLSLEGSNSPAD 
I F I TADI SNIiTEAKNIjGLrLS P VS SK YL EE F I PAHLRDKDKEWFA I TKRAR 1 1 AYNKNTNID I SKMKNYED 
LAKAEFKGEIVMRS ATAPYSKTLLAS 1 1 ANDGNKEAKAWAKGVLENLATNPKGGDRDQARQVFAGEAKFA 
VMNTYYIGLLKNSKNPKDVEVGNSI^ 

IliTDSNYEFPIRJJPVELSQTVKDFGTFKEDQIPVSKIAENIKEAVKIYDEVGFR 

SEQ ID NO: 39 
ACE 257 Cj0283c 

>AnrP602342 (NC_002163) chemotaxis protein [C. jejuni] 

MSNEKLEQILQKQQTQMAGPDVDQREDDI IQDVGFWGDEEYAI PILNIQEI IKPIEYTRVPSVPDYVLG 

WNMRGNVMPLIDIjAQRFHLGSSKMTPQTRYIVLRGETNGTC 

TIi VKDKGMI YG I GKRDENI L T I LKVEALLKREF 

SEQ ID NO: 40 
ACE 277 Cj0303c 

>AnrP311344 (NC_002163) putative molybdate-binding lipoprotein 
[C. jejuni] 

MKKFVVFFGILLFVSCLiNAQNIjS I FVAS SASKAMSEVKDEFLKTHPEDK IELVTGASGKYYELLKQGREF 

DLFFSADTKYAKAIYDDKNALIKPKVYVI/3^ 

VAAKEVLENLGLNELLKDKIVXGENISVPVL^ 

QSYVITKYAKDKKLAFEFNEFIGSSKAKEIFKKYGFSTP 

SEQ ID NO: 41 
ACE 308 Cj0334 

>AnrP505685 (NC_002163) alkyl hydroperoxide reductase [C. jejuni] 
MIVTKKALDFTAPAVXGNNEIVQDFNLYKNIGP 

IGISGDNEFSHFAWKNTPVNQGGIGQVKFPLVADLTKQIARNFDVLYAEAVALRGSFLLDADGTTO 
NDL PL GRNIDEMLRMVDTMLFTNEHGEVC PAGWNKGDEGMKANPKGVAEYLGKNEAKL 

SEQ ID NO: 42 
ACE 388 Cj0415 

>AnrP72219 (NC__002163) putative oxidoreductase subunit [C. jejuni] 
MAEVLKKVDVVWGAGWTGGIVAAELTKAGL 

VTFRHDP SGLALPYRKMGSFLLGNNVGGAGVHWNGWTFRFMPYDFEIQTL SKQRYGNKLGNDYTLQDWGV 
TYKDMEPYYDRFEKTCGVSGEPNPIJ^KMGAFRSSPYPQEPIiENTKMLKRF 

KGGYTNPDGQDLAPCQYCAYCERFGCE YGAKAS PLNTVI PKAMSTGKYTIRTYSNVTQI LKKDGKVTGVK 
FVDTRTMKEYIQPADIWLTSYMFNNAKLL^ 

FMGSGALGTTSDDFNGDNFDHSKEKFLHGAMIYSVQIjGTRPIQSAPLPAGAPTWGAEFKKALNYNFTRAI 
TVGGQGASLPHKNNYLSLDPTYKDAFGMPLLRLTYNFTDQDRALHKFITDKTAEVAKRMQ 
tiKDYSVVPYQSTHNTGGTTMGADRETSVWTYLQHWDADNI*FWGAGNFQHNSGY 
GILKYHKSGKSLA 

SEQ ID NO: 43 
ACE 393 Cj0420 

>AnrP490750 (NC_002163) putative periplasmic protein [C, jejuni] 
MKKVLL SSIiVAVSIiIiSTGDFAKEYTLDKAHTDVGFKIKHIiQ I SNVKGNFKDYSAVIDFDPASAEFKKLDXi 
TIKIASVNTENQTRDNHLQQDDFFKAKKYPDMTFTMKKYEKIDNEKGKMTGTLTIAGVSKDIVLDX2EIGG 
VAKGKDGKEK IGFSI1NGKIKRSDFKFAX3 STST ITLSDDINLNI EVEANEK 

wherein X x is V or A, and X 2 is A or T, and X 3 is T or A 

SEQ ID NO: 44 
ACE 711 Cj0759 

>AnrP586832 (NC_002163) heat shock protein dnaK [C. jejuni] 

MSKVIG IDLGTTNSCVAVYERGESKVI PNKEGKNTTPSVVAFTDKGEVLVGDSAKRQAVTNPEKT I YS IK 

RIMGLMINEDAAKEAKNRLPYHI TERNGACAIE I AGKI YTPQE I SAKVLMKLKEDAEAFLGESVTDAVIT 
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VPAYFNDAQRKATKEAGTIAGLNVLR I INEPTSAALAYGLDKKDS EKI VVYDLGGGTFDVTVLETGDNVV 
EVLATGGNAFLGGDDFDNKL I DFLANE FKDE TG I DLKNDVMALQRLKEAAENAKKEL S S ANETE INL PF I 
TADASGPKHLVKKLTRAKFEGMIDSLVAET I TKINEWSDAGLKKDE IKE I VMVGGSTRVPLVQEEVKKA 
FJSfKDLNKSVNPDEVVAIGAAIQGAVIKGDVKDVLLLDVTPLSLGIETLGGVMTKI IEKGTTI PTKKEQW 
STAEDNQS AVTINVLQGEREFSRDNKSLGNFNLEGI PPAPRGMPQI EVTFDIDANGI LTVS AKDKATGKA 
QEIKITGSSGLSEEEINNMvlODAELHKEEDKKRKEATO^ 
KALDDLRETLKNQNASKEEIESKMKALSEVSHKLAENMYKKDEPNTAND 

SEQ ID NO: 45 
ACE 723 Cj0771c 

>AnrP524051 (NCJD02163) putative periplasmic protein [C . jejuni] 
MNLFKI 1 1 LAC I LNL SSL FAQNI T I GAT PNPFG SLLELMKDDFKNKG YELK I VEF SDY I L PNRAL EEKEL 
DANLYQHKPFLEEYNLKKGSNL I ATTPVLI APVGVYSKK I KNLENLKEGARVAI PNDATNESRALELLEK 
AKL IELNKNTLKTPLDINKNPKKLKF I ELKAAQLPRALDDVDI AI INSNFALGAGLNPSKDTI FREDKNS 
P YVNYVWRS EGKNS EKTKV I DE I LRSDKFKAI INEHYKD I L I PAF 

SEQ ID NO: 46 
ACE 724 Cj0772c 

>AnrP579672 (NC_002163) putative periplasmic protein [C. jejuni] 

MK I KS L F IAS ILTL SLNANALET I TVAAT PVPHAE I LEQVKPDLEKQGYKL E I KEFTDYVL PNL AVDNGE 

ADANFFQHTPYLEEFNKNKGTKLIKVAAIHIEPMAVYSKKYKSLDDIKEGVKIAIPNDPTNESRALDIIA 

KKGL VKFKDKALKT PLD I IDNPKK I KF VELK PAQL PRALNDVDFAVINSNYAL S ANLNPAKDS VF I EDKE 

S PYANI LWRVGHEND PK I KAL I QALQ SDK IKQF 1 1 EKYNGS VL PAF 

SEQ ID NO: 47 
ACE 819 Cj0872 

>AnrP694298 (NC_002163) putative protein disulphide isomerase 
[C. jejuni] 

MRNFFCKFVl^OTYSSFALANNSFITLNPSL 

F ^YPVSLMNGEFSKEMNELFTFAQYKDEQNGKDASYSDSLSHKLADVYFVSYFLNKQRNFSNLDEFYDI 
GLKAMNVNKNE VLNFLNT PKAKE I D SEFQRAND I AKT YGTP AF WNGK YQ INP S A INSMQDLEDLVKKL S 
NMK 

SEQ ID NO: 48 
ACE 1060 Cjlll8c 

>AnrP515430 (NC_002163) chemotaxis regulatory protein [C. jejuni] 
MKLLWDD S S TMRR 1 1 KNTL TRLGHDDVL EAEHG VEAWDL L TKNEDVKVL I T D WNMP EMNG L EL VKKVRA 
EKKYEDMPIIJWTTEGGKAEVITALKAGVNNYIVKPFTPQVLKEKLEDVLGTGSGEGAAE 

SEQ ID NO: 49 
ACE 1169 Cj 1228c 

>AnrP679791 (NC_002163) serine protease (protease DO) [C. jejuni] 
MKKIFLSLSLASALFAASINFNESTATANRVl^PAAGNAVLSYHDSIKDAKKSVVNISTSKTITRANRPSP 
LDDFFNDPYFKQFFDFDFSQRKGKNDKEVVSSLGSGVIISKDGYIVTNNHVVDDADTITVNLPGSDIEYK 
AKL IGKDPKTDLAVIK I EANNLSAI TFTNSDDLMEGDWFALGNPFGVGFSVTSGI I SALNKDNIGLNQY 
ENFIQTDAS INPGNSGGALVDSRGYLVGINS AILSRGGGNNG IGFAI PSNMVKD IAKKL IEKGK IDRGFL 
GVTILALQGDTKKAYKNQEGAL I TDVQKGS SADEAGLKRGDLVTKVNDKVIKS PIDLKNYIGTLEIGQKI 
SLSYERDGENKQASF ILKGEKENPKGVQSDD IDGLSLRNLDPRLKDRLQ I PKDVNGVLVDSVKEKSKGKN 
SGFQEGDI I IGVGQS E I KNLKDLEQALKQVNKKEFTKVWVYRNGFATLL VLK 

SEQ ID NO: 50 
ACE 1510 Cjl584c 

>AnrP355324 (NC_002163) putative peptide ABC-transport system 
periplasmic peptide- [C. jejuni] 

MLRWFVLLFLLFLNLEAKI PKDTL 1 1 AVENEI ARINPAYSEDHDAVINLVF SGLTRFDENMSLKPDLAKS 
WD I SKDGL VYD I FLRDDVLWHDGVKF S ADDVKF S I EAFKNPKNNS S I YVNF ED I K S VE I LNP S HVK I TL F 
KPYPAFLDALS IGML PKHLLENENLNTS SFNQNP IGTGPYKFVKWKKGEYVEFKANEHF YLDKVKTPRL I 
IKHIFDPSIASAELKNGKIDAALIDVSLLNIFKNDENFGILREKSADYRALMFNLDNEFLKDLKVRQALN 
YAVDKES IVKNLLHDYAFVANHPLERSWANSKNFKI YKYDPKKAEDLLVSAGFKKNKDGNFEKDGK ILEF 
EIWAMSNDPLRVSLAGILQSEFRKIGWSKVVAKPAGSFDYSKVDSFLIGWGSPLDPDFHTFRVFESSQD 
SALNDEGWNFGHYHDKKVDIALQKARNTSNLEERKKYYKDF IDALYENPPF I FLAYLDFAL VYNKDLKGI 
KTRTLGHHGVGFTWNVYEWSK 

SEQ ID NO: 51 
ACE 1543 Cjl617 

>AnrP111949 (NC_002163) putative haemin uptake system periplasmic 
haemin-binding protein [C. jejuni] 
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MKKILIIMSLFLIALNAKERLWLD^ 

SLEKIVALKPSLVILSSYSLI^EEGLKNFGIKSINLKAERIjEDITKNITTLGQITKKEKEAEIjLKQEFNQ 
KFKKL SDK PLNKS A I YIi YS SNPLMAFNDNSIi IAD I LRL IG I KNL S PQ SQ I SRP VI S AE Y I LKQNPD I L IL 
GINAKNNLLDTNALLKNTKAVKTGSIYFNTO 



Fragments of AnrP630851 (Cj0092) 

SEQ ID NO: 52: TQQDINTQNEMSDASTKDITPKS IEDFFEEFAD 

SEQ ID NO: 53: GITKDGKTFYTGKSTVAVNDTDPQF 

SEQ ID NO: 54: RIATSK IQNYEADNSTNAKEFDELPKGDKVDQ IIiNK 

SEQ ID NO: 55: QliDKALKDLGIDTNSLSEDRKKTLLKQEFLNKTMTN 

SEQ ID NO: 56: TIVTQRRGEYDVGWAVISNKTRQIjAKD 

SEQ ID NO: 57: AISEYLPKDTKGFLNEYGIRLVYDEN 

SEQ ID NO: 58: DPSNAKKTNILEDRAKET 

SEQ ID NO: 59: LSLKDERTTGDTYEEII 

SEQ ID NO: 60: VNDSSTQEQTQNITN 

SEQ ID NO: 61: TLKKWSYTSENG 

SEQ ID NO: 62: YSYENLANTNEALNSKSNATKNEAKKSSSIQRS 

Fragments of AnrP57234 (Cj 0143c) 

SEQ ID NO: 63: IFYTFTQAKNLEQEQNTS SNLVS VS 

SEQ ID NO: 64: L P PNSNEHNFEFKP S TMKKLEK SD I YF 

SEQ ID NO: 65: LEFEKVFTDKFKQNFPKLQVINMQ 

SEQ ID NO: 66: IQTHDTHEHSHEHEHHEHGHFDPHTWL 

SEQ ID NO: 67: DTLIQKYPQNENLYKENLDK 

SEQ ID NO: 68: SKLEKDKNRE 

SEQ ID NO: 69: YFAKRYNL 

SEQ ID NO: 70: GKEPKSKDLQK 

SEQ ID NO: 71: LMKDKNLK 

SEQ ID NO: 72: QNGFPENAAKTLAKECDAKIYK 
SEQ ID NO: 73: DHLSYDWENELLKTADAF 

Fragments of AnrP490750 (Cj0420) 

SEQ ID NO: 74: FAKE YTLDKAHTDVGFK I KHLQ I 

SEQ ID NO: 75: VKGNFKDYSAVIDFDPASAEFKKLDVTI 

SEQ ID NO: 76: SVNTENQTRDNHLQQDDFF 

SEQ ID NO: 77: DFFKAKK YPDMTF TM 

SEQ ID NO: 78: TFTMKKYEKI DNEKGKMT 

SEQ ID NO: 79: GVAKGKDGKEK I GF 

SEQ ID NO: 80: LNGKIKRSDFKFATS 

SEQ ID NO: 81: EVEANEK 

Fragments of AnrP684299 (Cj0715) 

SEQ ID NO: 82: DSATEYQDSTHV 

SEQ ID NO: 83: ITSGQ PAPKVKVELYK 

SEQ ID NO: 84: LEANQQWKKVSEEFTEENGRIG 

SEQ ID NO: 85: LLPYEKAENRAFG 

SEQ ID NO: 86: KFFTKDYYTSHKINTF 

SEQ ID NO: 87: SFELSKDQKHYHVPI 

SEQ ID NO: 88: FGYSTYRGS 

Fragments of AnrP579672 (Cj 0772c) 

SEQ ID NO: 89: ILEQVKPDLEKQGYKLEIKEFTDY 

SEQ ID NO: 90: GEADANFFQHTPYLEEFNKNKGT 

SEQ ID NO: 91: AVYSKKYKSLDDIKE 

SEQ ID NO: 92: IPNDPTNESRAL 

SEQ ID NO: 93: KGLVKFKDKALKTPIiDI IDNPKKIKFVELKPAQLPRALN 

SEQ ID NO: 94: ANIiNPAKDSVF I EDKES PYAN 

SEQ ID NO: 95: GHENDPKIKALIQALQSDKIKQFIIEKYN 

Fragments of AnrP257863 (Cjl018c) 

SEQ ID NO: 96: NGDKVSLAI IDTKGDKLESSSGANRLVSQDK 

SEQ ID NO: 97: VAEDNKI PL IAPAATGDRLLDKKI YSSRVC 

SEQ ID NO: 98: YVFSKLNYKSAVIVVDQSTDYSLGLAKAFEKQYKSNGGQ 

SEQ ID NO: 99: NSGDKDFRAIVAQVKSLNPEFIFLPLYYSEASLFARQSKLA 

SEQ ID NO: 100: GYI FTDSFDANNPTTKL SKEF I SVYEKAKGTKEVPNFS AMG 
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SEQ ID NO: 101: VNEKIHQTKNYQGVS 

SEQ ID NO: 102: QTGNATRSWVKEIKNQKQNYKDI IN 

Fragments of AnrP108083 (Cjl380) 
SEQ ID NO: 103: ELNGQKQENILFTK 

SEQ ID NO: 104: SYAQEYEMKKFQEARENFTKNAKAVAQKETM 
SEQ ID NO: 105: VIALGDKNKPAI 
SEQ ID NO: 106: HLAQIDDELKNYQV 
SEQ ID NO: 107: YKEAKKAKNDKEKIAI 

SEQ ID NO: 108: LNKYYDANIKNYPKVSDAELKEVFSLYEKYRSL 
Fragments of AnrP40767 6 (Cjl643) 



SEQ 


ID 


NO: 


109: 


GIERPKFEDFLAGYERNKASMLN 


SEQ 


ID 


NO: 


110: 


LKQPNAKLNKYVKYDPFL 


SEQ 


ID 


NO: 


111: 


PTPMGDEEKLTRNDWVGIWDPNKPYI 


SEQ 


ID 


NO: 


112 : 


AQNIDEKDQLDFNSK 


SEQ 


ID 


NO: 


113: 


GNRYLKHFMKYNDVY 


SEQ 


ID 


NO: 


114: 


VVRENKIYVNNVRKNPQFL 


SEQ 


ID 


NO: 


115: 


PANDLRKLNEK 


SEQ 


ID 


NO: 


116: 


DRGSTLYFQVLRDNMDLN 


SEQ 


ID 


NO: 


117: 


AKDLSKFNLPDSKPKPKI 


SEQ 


ID 


NO: 


118: 


TK I DPKSKVSNAG 


SEQ 


ID 


NO: 


119: 


LIERKSTKLPLSNFN 


SEQ 


ID 


NO: 


120: 




ACE 


393, ML53 


(0:19) DNA 



ATGAAAAAAGTTTT ATTGAGTTC ATTGGTTGCGGTGTC TT TGTTAAGC AC AGGTTTGTTTGC TAAAGAAT ATAC TTTAGA 
TAAAGCACATACAGATGTAGGTTTTAAAATCAAACATTTACAAATTAGCAATGTAAAAGGAAATTTCAAAGATTATTCTG 
CGGTGATTGATTTTGACCCTGCGAGTGCTGAATTTAAAAAGCTTGATGCAACTATAAAAATCGCATCTGTAAATACAGAA 
AATC AAACAAGAGATAATCAC TTACAGCAAGATGATTTTT TC AAAGCAAAAAAATATCC TGATATGACTTTTAC AATGAA 
AAAATATGAAAAAATCGATAATGAAAAAGGTAAAATGACAGGAAC TTT AAC TATAGC TGGAGTTTC TAAAGATATCGTTT 
TAGATAC TGAAATCGGCGGTGTAGCTAAAGGC AAAGATGGAAAAGAAAAAATAGGC TTTTC TTTAAATGGAAAAATC AAA 
CGCTCTGATTTTAAATTTGCAGCAAGTAC TTCAAC TAT TAC TTTAAGTGATGATATTAATTTAAATATCGAAGTTGAAGC 
GAACGAAAAA 



SEQ ID NO: 121: DIVLDTE IGGVAK 

SEQ ID NO: 122: FAASTSTITLSDDINLNIEVEANEK 

SEQ ID NO: 123: LDATIK 
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Table 1 





ACE1569 




X 


X 


c- 


X 


X 




o» 


X 


X 


X 


X 


X 


X 






o 




















ACE1320 




X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 






X 




















ACE961 






X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 






o 




















ACE724 






X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 






o 




















ACE676 








X 


X 


o 


X 


X 


X 


X 


X 


X 


X 


X 






o 




















ACE393 




X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 






o 










weak signal (either expressed at lower level, or is antigenically different but still recognisable by our antibodies) 










ACE134 




X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 


X 






o 


















ACE83 




X 


o 


o 


X 


X 


o 


X 


X 


X 


X 


X 


X 


X 






o 
















source 






diarrheic stool of child, Belgium 


human feces, Colorado 


not specified 


human stool, Oklahoma 


blood, Rorida 


human feces, 2001, Alaska 


patient with GBS, China 


patient with GBS, Mexico 


M.B.Skirrow, WRI, Worcester, UK 16 
Apr 1981. LPenner,Toronto,Canada 
<M.Karmali 


NCTC,London,UK 11 Jan 1978 
<M.B.Skirrow,Worcester,UK,1 977 


clinical isolate, Denmark 


clinical isolate, Denmark 


clinical isolate, Canada 






not specified 
















alternative designations 




jejuni 


VP! H840[CIP 103778] 


1 

t 


LRA 094.06.89 


|D3180 


|A7455 j 


D581 0, resistant to fluoroquinolones 


HB95-29, serotype HS:19 


INP21, serotype HS:41 


CCUG 10950;Penner MK104;Karmali 104; 
HS:19 


NCTC 11168 (sequenced strain); HS:2 


CM 
O 


0:19 


|MK175;tet resistant 




o 


LRA 069.05.89 






antigen present 


antigen absent 








ATCCno. 


Campylobacter 


29428 


33291 


49943 


BAA-218 


33250 


BAA-375 


BAA-527 


BAA-530 


43446 


700819 


IML1 


ML53 


43502 


Campylobacter < 


49941 






X 


o 











